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EXHIBIT 1 



Table 1 : SEQ IDs of Claim 29 of Present Application 



SEQ ID 


Primer sequence: 


GC (%) 


SEQID 8 


aaqctttctaqqaqqtacaqttattaqtca 


36, 67 


SEQID 9 


ataaaacataqqqqttctaaaataqaaqqc 


33,33 


SEQID 11 


ttaaacaatqqatt aaqtataqqqqtacta 


30 


SEQID 14 


qqqaacaqt t at t aqt t at qt t aat t cc t q 


33,33 


SEQID 18 


tqatqqaqqtqat tqqaaqcaaat tqt t at 


36,67 


SEQID 19 


tqaaatttctqcaaqqqtctqtaatatqtt 


33,33 


SEQID 2 0 


atqqaqqtqat tqqaaqcaaat tqt tatqt 


36 , 67 


SEQID 23 


tcctqcqataccaacaaataqaqtttataa 


33 , 33 


SEQID 24 


ctqcqataccaacaaataqaqtttataa 


32 , 14 


SEQID 30 


tqaqccttattaqctttttacaaqqatqta 


33 , 33 


SEQID 32 


acaqtttttaaaaqqqtqtqttatatcatq 


30 


SEQID 33 


qqqtqtqttatatcatqtqtaaat tctaaa 


30 


SEQID 34 


aaaqqqtqtqttatatcatqtqt aaat t ct 


30 


SEQID 36 


tttaatqcaqtttatqcaaqqtqtqqt t at 


33 , 33 


SEQID 37 


tqatttaataqatqatqqaqqaaactqqaa 


33,33 


SEQID 38 


tqcaqtttatqcaaqqtqtqqttatttcat 


36 , 67 


SEQID 39 


ttaataqatqatqqaqqaaactqqaaacat 


33 , 33 


SEQID 41 


qcatttcttacaaqqaqctat tat at cct a 


33 , 33 


SEQID 42 


aaqqcaaatqtccatqtctcaatqqataaa 


36,67 


SEQID 43 


tqtaaacattacaaqcqaqcacaaaaaaqq 


36 , 67 


SEQID 4 5 


t at 1 1 cat at qt aaact ccaccaqccact t 


3 6,67 


SEQID 46 


aat 1 1 aqqt qt aqt aaat qtqat qaaqqcq 


36,67 


SEQID 49 


cctqatqcactttatqcaaqqtacaataat 


36,67 


SEQID 53 


caqtaaatttqaaqacacaqqaaattqqaa 


33,33 


SEQID 55 


atatqaaacaqtqqataaaatttaqqaqca 


30 


SEQID 56 


acqccaaatqaatatqtctcaatqqattaa 


33,33 


SEQID 57 


cqccaaatqaatatqtctcaatqqattaaa 


33,33 


SEQID 58 


1 1 1 aaqqqcac t aaaqqaat 1 1 c 1 1 aaaqq 


33 , 33 


SEQID 61 


aqqqcactaaaqqaatttcttaaaqqaaca 


36 , 67 


SEQID 62 


cattatctatqtcaqcctqqataaqqtata 


36 , 67 


SEQID 63 


qcacaaaqaaaatcattatctatqtcaqcc 


36 , 67 


SEQID 64 


aaatcattatctatqtcaqcctqqat aaqq 


36 , 67 


SEQID 65 


aaacatatqaatattggacaatqqatacaq 


30 


SEQID 66 


qaaaqaaaacatatqaatattqqacaatqq 


30 


SEQID 69 


qatqaatatqaaacaatqqataaaqcatqt 


30 


SEQID 72 


aaacaatqqataaaqcatqtatqtaqcaaq 


33,33 


SEQID 74 


ttaqctttttaqqaqqtqt aqtqctatcat 


36,67 


SEQID 81 


tttcaaqqqtctqtcatttcatttqtqaat 


33,33 


SEQID 87 


aqcctqctacattt t t tacaaqqaactqta 


36,67 


SEQID 92 


qtaccatttattaqtqcccttaaattqttt 


30 


SEQID 95 


qaqccttataaattttttccaaqqqtcaqt 


36,67 


SEQID 96 


ccttataaattttttccaaqqqtcaqtcat 


33 , 33 


SEQID 100 


caaqqatqtqtaatatcatatqtaaacqcc 


36,67 


SEQID 101 


aqqaqactqqaqaacaat aqt aaaqct att 


36,67 


SEQID 105 


tcaatqccqcaatqqattaaatttaqatqc 


36 , 67 


SEQID 107 


aaatqactatqqcqcaatqqat taqqt t t a 


36 , 67 


SEQID 108 


att aqqt ttaqatqtqataaatqtqacqat 


30 


SEQID 110 


atqtqatttaactaatqatqqtqqtaattq 


30 


SEQID 111 


taatqatqqtqqtaattqqaaaqatattqt 


30 


SEQID 112 


taaacaaatqtcaatqqcacaatqqataca 


33,33 


SEQID 113 


ttaattaqatttttqcaaqqqtqcqttatt 


30 


SEQID 114 


aqaaaa tcactaacaatqtcaqcatqqatt 


33,33 


SEQID 116 


ttqcqataccaqqqtattaactttatqtat 


33,33 


SEQID 117 


qaqqtacaqttattaqtcatqtaaattcca 


33,33 


SEQID 118 


taaqttttt qqqqqqaacaqt tat t aqt t atq 


34,38 


SEQID 122 


aqqcqqtaccatattatcatatqtaaatqc 


36 , 67 


SEQID 124 


qaqttttatacatttcctacaaqqtqcaat 


33,33 


SEQID 125 


tatttqcaatqaqcctaatqaaqtttatqc 


33,33 


SEQID 126 


qaqttt aat t aqqt tcttaaqtqqatqtqtaa 


31,25 


SEQID 128 


aqtcttataaaqttttttcaaqqqtctqtc 


33 , 33 


SEQID 130 


tqaqccttataaattttttccaaqqqt 


33 , 33 


SEQID 132 


tqaqtcttatacatttcttqcaaqqcacaa 


36 , 67 


SEQID 133 


aatqcactttttacaaqqtacaqtaatttc 


30 


SEQID 135 


taattaqatttttqcaaqqqtqcqtt 


34,62 
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Mean 


33,74 


standard deviation (std) 


2 , 5 


relative standard deviation ( = std/mean) 
[%] 


7,4% 


minimum 


30 


maximum 


36,67 


ranqe (max-min) 


6,67 



Table 2: Probes of Thunnissen et al. 









2 4 






2 5 




5 0 


26 


CCATTAAAGGTGTCCGAAGC 


50 


2 7 




4 0 


2 8 




5 0 


2 9 


nnATTA a r"TT"TT"TT'ar'ar'a r' 


4 5 


3 0 


a TTT' a r' a r'T a TT' a r' a arr'Ta 




3 1 


r' a n a ccv a r'HTn arr'aTaTa 


4 5 


3 2 


a r' a TTTT' a T" a a r' a r' a T'T' a a 




3 3 


r'arr'a a a aT'r^T'a a a rrr'Tar' 


4 5 




TAGTAAACGACTTTGTGATC 


35 


35 


AGCACTGGAAATATCCAGGG 


50 


36 


CTTTATTGTATACAGCCAAA 


30 


^) 7 


AGTAATGGAAATCCACTATA 


3 0 


38 


TAGCACATGTTTGTCTGATC 


40 


39 


AGAATACTATGAACAAGACA 


30 


40 


AGATGTTTCAAAGGCTAAAG 


35 


A 1 


AACATTGGAAACATGTAGAG 


35 


42 


GAAATGTATACGATATGAAT 


25 


43 


ACATGGTATTACCAAACTAA 


30 


44 


TTTTGTTTTACAAAGCAAAG 


25 


45 


TTTAGCGCTGAACGACAACG 


50 


46 


TGTTATTACACAAAGCAAAG 


30 


47 


GTTTCTTTACAAGGACGTGG 


45 


4S 


AGAGGATCAGGAAGACAATG 


45 


49 


CTATAATGTATACAGCCAGA 


35 


50 


AGACATTAATGAACACATAA 


25 


51 


AGAGGGATCTGATCAACAGG 


50 


52 


CTTTGTATTATAAAGCTAAA 


20 


53 




35 


54 


AGAACATTATGAACAGGACA 


35 


55 


AGAGGGACCTGACGAACAGG 


60 


56 


AGTAATGGGAACCCACTATA 


40 


57 


TATATGCACTAAATGATGTA 


25 


58 


TTTAGAATTGCATCAAGAGG 


35 


59 


AACATTACGAGACTGATAGT 


35 








Mean 


38 , 61 


standard deviation (std) 


10, 0 


relative standard deviation ( = 

std/mean) [%] 


26 , 0% 


minimum 


20 


maximum 


60 


ranqe (max-min) 


40 
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